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Non-canonical nucleic acids structures have emerged during the last decades as critical factors to
modulate DNA and RNA transactions. Among them, i-motifs (i-DNA) represent unusual, four-
stranded DNA structures present in key regions of the genome. The dynamics of i-DNA structures
may be relevant for mediating key biological processes. In this context, we wish to understand the
rules that govern the formation of i-DNA, their pH dependency, thermodynamics and folding kinetics
by a wealth of complementary techniques ranging from biochemical studies to ultrafast time-
resolved spectroscopy.
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